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Abstract


A soil isolate representing the putatively novel species ‘Nocardia uniformis’ was found to have morphological, staining and chemotaxonomic properties consistent with its classification in the genus Nocardia. An almost complete sequence of the 16S rDNA of the strain was determined following cloning and sequencing of the amplified gene. The sequence was aligned with those available for nocardiae and phylogenetic trees were inferred using four tree-making algorithms. The organism was consistently associated with the type strain of Nocardia otitidiscaviarum albeit with a relatively low bootstrap value recorded for neighbour-joining analysis. The strain was also readily separated from representatives of all validly described Nocardia species using a set of phenotypic properties. The genotypic and phenotypic data indicate that the strain should be assigned to the genus Nocardia as a new species. The name proposed for the new species is Nocardia uniformis. The type strain is JCM 3224T.






	
Published Online:
01/07/1999


 



Keyword(s):


16S rDNA sequencing
, 
Nocardia uniformis nom. rev.
and 
polyphasic taxonomy




© Society for General Microbiology, 1999







[image: Loading]
Article metrics loading...




/content/journal/ijsem/10.1099/00207713-49-3-1227

1999-07-01

2024-04-10


























Download as PowerPoint



[image: Loading full text...]
Full text loading...





/deliver/fulltext/ijsem/49/3/ijs-49-3-1227.html?itemId=/content/journal/ijsem/10.1099/00207713-49-3-1227&mimeType=html&fmt=ahah








References

	
[bookmark: R1]
Chun J., 
Goodfellow M.
1995;  A phylogenetic analysis of the genus Nocardia with 16S rRNA gene sequences.  Int J Syst Bacteriol 45:240–245


[Google Scholar]

	
[bookmark: R2]
Chun J., 
Seong C.-N., 
Bae K. S., 
Lee K.-J., 
Kang S.-O., 
Goodfellow M., 
Hah Y. C.
1998;  Nocardia flavorosea sp. nov.  Int J Syst Bacteriol 48:901–905


[Google Scholar]

	
[bookmark: R3]
Felsenstein J.
1981;  Evolutionary trees from DNA sequences: a maximum likelihood approach.  J Mol Evol 17:368–376


[Google Scholar]

	
[bookmark: R4]
Felsenstein J.
1985;  Confidence limits on phylogenies: an approach using the bootstrap.  Evolution 39:783–791


[Google Scholar]

	
[bookmark: R5]
Felsenstein J.
1993;  phylip (phylogeny inference package), version 3.5c.  Department of Genetics University of Washington; Seattle, WA, USA:


[Google Scholar]

	
[bookmark: R6]
Fitch W. M.
1972;  Towards defining the course of evolution: minimum change for a specific tree topology.  Syst Zool 20:406–416


[Google Scholar]

	
[bookmark: R7]
Fitch W. M., 
Margoliash E.
1967;  Construction of phylogenetic trees: a method based on mutation distances as estimated from cytochrome c sequences is of general applicability.  Science 155:279–284


[Google Scholar]

	
[bookmark: R8]
Friedman C. S., 
Beaman B., 
L, Chun J., 
Goodfellow M., 
Gee A., 
Hedrick R. P.
1998;  Nocardia crassostreae sp. nov., the causal agent of nocardiosis in Pacific oysters.  Int J Syst Bacteriol 48:237–246


[Google Scholar]

	
[bookmark: R9]
Goodfellow M.
1971;  Numerical taxonomy of some nocardio- form bacteria.  J Gen Microbiol 69:33–80


[Google Scholar]

	
[bookmark: R10]
Goodfellow M.
1997;  Nocardia and related genera.  In Topley and Wilson’s Microbiology and Microbial Infections, 9th edn.. vol. 2 Systematic Bacteriology pp. 463–489 Edited by 
Balows A., 
Duerden B. I.
London: Arnold;


[Google Scholar]

	
[bookmark: R11]
Goodfellow M., 
Lechevalier M. P.
1989;  The genus Nocardia Trevisan 1889, 9AL.  In Bergey’s Manual of Systematic Bacteriology vol. 4 pp. 2350–2361 Edited by 
Williams S. T., 
Sharpe M. E., 
Holt J. G.
Baltimore: Williams Wilkins;


[Google Scholar]

	
[bookmark: R12]
Isik K.
1998 Systematics of clinically significant nocardiae. PhD thesis, University of Newcastle upon Tyne 


[Google Scholar]

	
[bookmark: R13]
Isik K., 
Chun J., 
Hah Y. C., 
Goodfellow M.
1999;  Nocardia salmonicida nom. rev.  Int J Syst Bacteriol 49:833–837


[Google Scholar]

	
[bookmark: R14]
Jukes T. H., 
Cantor C. R.
1969;  Evolution of protein molecules.  In Mammalian Protein Metabolism vol. 3 pp. 21132 Edited by 
Munro H. N.
New York: Academic Press;


[Google Scholar]

	
[bookmark: R15]
Lechevalier M. P.
1976;  The taxonomy of the genus Nocardia: some light at the end of the tunnel?.  In The Biology of the Nocardiae pp. 1–38 Edited by 
Goodfellow M., 
Brownell G. H., 
Serrano J. A.
London: Academic Press;


[Google Scholar]

	
[bookmark: R16]
Lechevalier H. A., 
Lechevalier M. P.
1970;  Chemical composition as a criterion in the classification of aerobic actino- mycetes.  Int J Syst Bacteriol 20:435–443


[Google Scholar]

	
[bookmark: R17]
Lechevalier M. P., 
Lechevalier H. A.
1980;  The chemo- taxonomy of actinomycetes.  In Actinomycete Taxonomy, Special Publication 6 pp. 227291 Arlington, VA: Society for Industrial Microbiology;


[Google Scholar]

	
[bookmark: R18]
McClung N. M.
1974;  Family VI. Nocardiaceae Castellani and Chalmers 1919, 1040.  In Bergey’s Manual of Determinative Bacteriology, 8th. edn, pp. 726–746 Edited by 
Buchanan R. E., 
Gibbons N. E.
Baltimore: Williams Wilkins;


[Google Scholar]

	
[bookmark: R19]
Marton M., 
Szabo I.
1959;  Nocardia uniformis, a new species from solonetz soil.  Acta Microbiol Acad Sci Hung 5:131–134


[Google Scholar]

	
[bookmark: R20]
Mordarska H., 
Mordarski M., 
Goodfellow M.
1972;  Chemo- taxonomic characters and classification of some nocardioform bacteria.  J Gen Microbiol 71:77–86


[Google Scholar]

	
[bookmark: R21]
Saitou N., 
Nei M.
1987;  The neighbor-joining method: a new method for reconstructing phylogenetic trees.  Mol Biol Evol 4:406–425


[Google Scholar]

	
[bookmark: R22]
Skerman V. B. D., 
McGowan V., 
Sneath P. H. A.
1980;  Approved lists of bacterial names.  Int J Syst Bacteriol 30:225–120


[Google Scholar]

	
[bookmark: R23]
Yano I., 
Imaeda T., 
Tsukamura M.
1990;  Characterization of Nocardia nova.  Int J Syst Bacteriol 40:170–174


[Google Scholar]








http://instance.metastore.ingenta.com/content/journal/ijsem/10.1099/00207713-49-3-1227

[image: Loading]





Nocardia uniformis nom. rev.


Int J Syst Evol Microbiol 49, 1227 (1999); https://doi.org/10.1099/00207713-49-3-1227


/content/journal/ijsem/10.1099/00207713-49-3-1227










/content/journal/ijsem/10.1099/00207713-49-3-1227


[image: Loading]
Data & Media loading...













Most read this month





Article

content/journal/ijsem

Journal

5

3

false

en

[image: Loading]







Most cited



Most Cited RSS feed








	

	




 
Introducing EzBioCloud: a taxonomically united database of 16S rRNA gene sequences and whole-genome assemblies








Seok-Hwan Yoon,
Sung-Min Ha,
Soonjae Kwon,
Jeongmin Lim,
Yeseul Kim,
Hyungseok Seo and
Jongsik Chun














	

	




 
DNA–DNA hybridization values and their relationship to whole-genome sequence similarities








Johan Goris,
Konstantinos T. Konstantinidis,
Joel A. Klappenbach,
Tom Coenye,
Peter Vandamme and
James M. Tiedje














	

	




 
A taxonomic note on the genus Lactobacillus: Description of 23 novel genera, emended description of the genus Lactobacillus Beijerinck 1901, and union of Lactobacillaceae and Leuconostocaceae








Jinshui Zheng,
Stijn Wittouck,
Elisa Salvetti,
Charles M.A.P. Franz,
Hugh M.B. Harris,
Paola Mattarelli,
Paul W. O’Toole,
Bruno Pot,
Peter Vandamme,
Jens Walter,
Koichi Watanabe,
Sander Wuyts,
Giovanna E. Felis,
Michael G. Gänzle and
Sarah Lebeer














	

	




 
OrthoANI: An improved algorithm and software for calculating average nucleotide identity








Imchang Lee,
Yeong Ouk Kim,
Sang-Cheol Park and
Jongsik Chun














	

	




 
Proposed minimal standards for the use of genome data for the taxonomy of prokaryotes








Jongsik Chun,
Aharon Oren,
Antonio Ventosa,
Henrik Christensen,
David Ruiz Arahal,
Milton S. da Costa,
Alejandro P. Rooney,
Hana Yi,
Xue-Wei Xu,
Sofie De Meyer and
Martha E. Trujillo














	

	




 
List of Prokaryotic names with Standing in Nomenclature (LPSN) moves to the DSMZ








Aidan C. Parte,
Joaquim Sardà Carbasse,
Jan P. Meier-Kolthoff,
Lorenz C. Reimer and
Markus Göker














	

	




 
Akkermansia muciniphila gen. nov., sp. nov., a human intestinal mucin-degrading bacterium








Muriel Derrien,
Elaine E. Vaughan,
Caroline M. Plugge and
Willem M. de Vos














	

	




 
Towards a taxonomic coherence between average nucleotide identity and 16S rRNA gene sequence similarity for species demarcation of prokaryotes








Mincheol Kim,
Hyun-Seok Oh,
Sang-Cheol Park and
Jongsik Chun














	

	




 
Valid publication of the names of forty-two phyla of prokaryotes








Aharon Oren and
George M. Garrity














	

	




 
Taxonomic Note: A Place for DNA-DNA Reassociation and 16S rRNA Sequence Analysis in the Present Species Definition in Bacteriology








E. STACKEBRANDT and
B. M. GOEBEL














	

 More
 

 Less




























We Recommend










  Access key




	
[image: Subscribed] Subscribed content

	
[image: Open Access] Open Access content

	
[image: Free Trial] Free Trial content

	
[image: Frees] Free content









Are you eligible for an Open Access waiver?





[image: ]
Check if you are eligible for an Open Access fee waiver, available to authors in countries in the HINARI programme. To find out more click here





 


Fee Free Open Access Publishing via Publish and Read





[image: ]
Are you eligible for free Open Access publishing via a Publish and Read agreement in International Journal of Systematic and Evolutionary Microbiology, the official publication for novel microbial taxa? Check if your institution is signed up here

















Back to top




About Us

	Microbiology Society
	Our staff
	License agreements
	Terms and conditions
	Privacy policy
	Contact us





Publications

	Microbiology
	Journal of General Virology
	Journal of Medical Microbiology
	Microbial Genomics
	International Journal of Systematic and Evolutionary Microbiology
	Access Microbiology, an open research platform
	JMM Case Reports





Resources

	Information for authors
	Information for reviewers
	Information for librarians
	Open Access
	Ethics policies
	FAQs
	Rights and permissions
	Reprints and advertising
	

	









© 2024 Microbiology Society. Registered as a Charity in England and Wales 264017. A Charity registered in Scotland SC039250. Company Limited by Guarantee. Registered in England 1039582. 


[image: Powered by Ingenta Edify]





 





This is a required field



Please enter a valid email address


Approval was a Success

Invalid data

An Error Occurred

Approval was partially successful, following selected items could not be processed due to error


 




Microbiology Society:

http://instance.metastore.ingenta.com/content/journal/ijsem/10.1099/00207713-49-3-1227

10.1099/00207713-49-3-1227

SEARCH_EXPAND_ITEM


 


 




















