







1887







 
[image: Microbiology Society logo]

	
[image: search icon]



 




[image: search icon]






	

[image: account icon]


	

[image: shopping cart icon]


	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 













[image: Journal of General Virology header logo]



Volume 91, Issue 7





Other

 
Free





Identification of key amino acid residues required for horseshoe bat angiotensin-I converting enzyme 2 to function as a receptor for severe acute respiratory syndrome coronavirus
[image: Free]


	
Meng Yu1, Mary Tachedjian1, Gary Crameri1, Zhengli Shi2 and Lin-Fa Wang1

	





View Affiliations





Hide Affiliations






Affiliations:



1
1CSIRO Livestock Industries, Australian Animal Health Laboratory, Geelong, Victoria 3220, Australia



2
2State Key Laboratory of Virology, Wuhan Institute of Virology, Chinese Academy of Sciences, Wuhan 430071, PR China





CorrespondenceLin-Fa Wang  [email protected]













	
 
Published:

01 July 2010


https://doi.org/10.1099/vir.0.020172-0









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(24)




	







Cited By 
(5)




	




Supplementary Material 




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract


Angiotensin-I converting enzyme 2 (ACE2) is the receptor for severe acute respiratory syndrome (SARS) coronavirus (SARS-CoV). A previous study indicated that ACE2 from a horseshoe bat, the host of a highly related SARS-like coronavirus, could not function as a receptor for SARS-CoV. Here, we demonstrate that a 3 aa change from SHE (aa 40–42) to FYQ was sufficient to convert the bat ACE2 into a fully functional receptor for SARS-CoV. We further demonstrate that an ACE2 molecule from a fruit bat, which contains the FYQ motif, was able to support SARS-CoV infection, indicating a potentially much wider host range for SARS-CoV-related viruses among different bat populations.
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