







1887







 
[image: Microbiology Society logo]

	
[image: search icon]



 




[image: search icon]






	

[image: account icon]


	

[image: shopping cart icon]


	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 













[image: INTERNATIONAL JOURNAL OF SYSTEMATIC AND EVOLUTIONARY MICROBIOLOGY logo]



Volume 60, Issue 9





Other

 
Free





Listeria rocourtiae sp. nov.
[image: Free]


	
Alexandre Leclercq1, Dominique Clermont2, Chantal Bizet2, Patrick A. D. Grimont3, Anne Le Flèche-Matéos3, Sylvie M. Roche4, Carmen Buchrieser5, Véronique Cadet-Daniel1, Alban Le Monnier1, Marc Lecuit1,6 and Franz Allerberger7

	





View Affiliations





Hide Affiliations






Affiliations:



1
Institut Pasteur, Groupe Microorganismes et barrières de l'hôte, WHO Collaborating Center for Foodborne Listeriosis and French National Reference Center for Listeria, Paris, France



2
Institut Pasteur, Collection de l'Institut Pasteur (CIP), Paris, France



3
Institut Pasteur, Unité Biodiversité des Bactéries Pathogènes Emergentes, Paris, France



4
Institut National de Recherche Agronomique, Infectiologie Animale et Santé Publique Tours, UR1282 Nouzilly, France



5
Institut Pasteur, Biologie des bactéries Intracellulaires and CNRS URA 2171, Paris, France



6
Université Paris Descartes, Department of Infectious Diseases and Tropical Medicine, Necker-Pasteur Center for Infectious Diseases, Hôpital Necker-Enfants Malades, Assistance Publique-Hôpitaux de Paris, F-75015 Paris, France



7
Österreichische Agentur für Gesundheit und Ernährungssicherheit (AGES), Wien, Austria





CorrespondenceAlexandre Leclercq  [email protected] 












	
 
Published:

01 September 2010


https://doi.org/10.1099/ijs.0.017376-0









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(22)




	







Cited By 
(140)




	




Supplementary Material 
(2)




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract


A Listeria-like strain isolated in Austria from pre-cut lettuce fitted the description of the genus Listeria although it could not be assigned to any of the known species. Comparison of the rrs gene (encoding 16S rRNA) sequence and gene content by DNA-array indicated affiliation to the genus Listeria. Phylogenetic distance from known species of the genus Listeria indicated that it represents a novel species. Since it can be differentiated from all other known species of the genus Listeria by using phenotypic tests, the name Listeria rocourtiae sp. nov. is proposed for the novel species. The type strain is CIP 109804T (=DSM 22097T =Allerberger 700284/02T). The type strain is avirulent as assessed by cell culture assays and inoculation of mice.
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