







1887







 


	




 











	




	




	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 

















Volume 56, Issue 4





Other

 
Free





Morphology and phylogenetic position of Spongiochrysis hawaiiensis gen. et sp. nov., the first known terrestrial member of the order Cladophorales (Ulvophyceae, Chlorophyta)



	
Fabio Rindi1, Juan M. López-Bautista2, Alison R. Sherwood3 and Michael D. Guiry1

	





View Affiliations





Hide Affiliations






Affiliations:



1
Martin Ryan Institute, National University of Ireland, Galway, Ireland



2
Department of Biological Sciences, University of Alabama, PO Box 870345, Tuscaloosa, AL 35487-0345, USA



3
Botany Department, 3190 Maile Way, University of Hawaii, Honolulu, HI 96822, USA





CorrespondenceFabio Rindi  [email protected] 













	
 
Published:

01 April 2006


https://doi.org/10.1099/ijs.0.63977-0









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(54)




	







Cited By 
(27)




	




Supplementary Material 




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract



Spongiochrysis hawaiiensis gen. et sp. nov. is described from material collected at two sites on O'ahu, Hawaiian Islands. This alga produced golden-yellow crusts on the bark of Casuarina trees and consisted of globular cells with an axial stellate chloroplast. The only form of reproduction was a specialized type of autosporulation in which a budding-like division of the mother cell produced daughter cells of different sizes. Phylogenetic analyses of the 18S rRNA gene showed that Spongiochrysis hawaiiensis is a member of the freshwater clade of the Cladophorales/Siphonocladales lineage in the green algal class Ulvophyceae. On the basis of its unicellular habit and terrestrial habitat, this species is well differentiated from all other members of the same lineage and can be considered as the first known successful step of a member of the order Cladophorales into terrestrial habitats. The implications of the description of this species with regard to both green algal evolution and conservation of little-known tropical habitats are discussed. The holotype specimen of Spongiochrysis hawaiiensis is GALW015489 and isotype specimens have also been deposited in the BISH and BM herbaria.
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