







1887







 
[image: Microbiology Society logo]

	
[image: search icon]



 




[image: search icon]






	

[image: account icon]


	

[image: shopping cart icon]


	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 













[image: Microbiology Society logo]



Volume 161, Issue 11





Research Article

 
Free





Staphylococcus haemolyticus – an emerging threat in the twilight of the antibiotics age
[image: Free]


	
Tomasz Czekaj1, Marcin Ciszewski1 and Eligia M. Szewczyk1

	





View Affiliations





Hide Affiliations






Affiliations:



1
Department of Pharmaceutical Microbiology and Microbiological Diagnostics, Medical University of Łódź, Pomorska 137, 90-235 Łódź, Poland





Correspondence Tomasz Czekaj [email protected]













	
 
Published:

01 November 2015


https://doi.org/10.1099/mic.0.000178









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(104)




	







Cited By 
(114)




	




Supplementary Material 




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract



Staphylococcus haemolyticus is one of the most frequent aetiological factors of staphylococcal infections. This species seems to lack the important virulence attributes described in other staphylococci. However, studies have shown that the presence of various enzymes, cytolysins and surface substances affects the virulence of S. haemolyticus. Nevertheless, none of them has been identified as crucial and determinative. Despite this, S. haemolyticus is, after Staphylococcus epidermidis, the second most frequently isolated coagulase-negative staphylococcus from clinical cases, notably from blood infections, including sepsis. This raises the question of what is the reason for the increasing clinical significance of S. haemolyticus? The most important factor might be the ability to acquire multiresistance against available antimicrobial agents, even glycopeptides. The unusual genome plasticity of S. haemolyticus strains manifested by a large number of insertion sequences and identified SNPs might contribute to its acquisition of antibiotic resistance. Interspecies transfer of SCCmec cassettes suggests that S. haemolyticus might also be the reservoir of resistance genes for other staphylococci, including Staphylococcus aureus. Taking into consideration the great adaptability and the ability to survive in the hospital environment, especially on medical devices, S. haemolyticus becomes a crucial factor in nosocomial infections caused by multiresistant staphylococci.
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