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Abstract


Two strains (pika_113T and pika_114) of a previously undescribed 

Actinomyces

-like bacterium were recovered from the intestinal contents of plateau pika (Ochotona curzoniae) on the Tibet-Qinghai Plateau, China. Results from biochemical characterization indicated that the two strains were phenotypically homogeneous and distinct from other previously described species of the genus 

Actinomyces

. Based on the comparison of 16S rRNA gene sequences and genome analysis, the bacteria were determined to be a hitherto unknown subline within the genus 

Actinomyces

, being most closely related to type strains of 

Actinomyces denticolens

 and Actinomyces timonensis with a respective 97.2 and 97.1 % similarity in their 16S rRNA gene sequences. Phylogenetic analyses confirmed that pika_113T was well separated from any other recognized species of the genus Actinomyces and within the cluster with 

A. denticolens

 and A. timonensis. The genome of strain pika_113T displayed less than 42 % relatedness in DNA–DNA hybridization with all the available genomes of existing species of the genus 

Actinomyces

 in the NCBI database. Collectively, based on the phenotypic characteristics and phylogenetic analyses results, we propose the novel isolates as representatives of Actinomyces gaoshouyii sp. nov. The type strain of 

Actinomyces
 gaoshouyii is pika_113T (=CGMCC 4.7372T=DSM 104049T), with a genomic DNA G+C content of 71 mol%.
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