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Abstract


A novel Gram-stain-negative, strictly aerobic, heterotrophic bacterium, designated 306T, was isolated from near-surface (109 cm below the sea floor) sediments of the Gulf of Lions, in the Mediterranean Sea. Strain 306T grew at temperatures between 4 and 32 °C (optimum 17–22 °C), from pH 6.5 to 9.0 (optimum 8.0–9.0) and between 0.5 and 6.0 % (w/v) NaCl (optimum 2.0 %). Its DNA G+C content was 58.8 mol%. On the basis of 16S rRNA gene sequence similarity, the novel isolate belongs to the class 

Alphaproteobacteria

 and is related to the genus 

Phaeobacter

. It shares 98.7 % 16S rRNA sequence identity with 

Phaeobacter arcticus


, its closest phylogenetic relative. It contained Q-10 as the only respiratory quinone, C18 : 1ω7c and C16 : 0 as major fatty acids (>5 %) and phosphatidylethanolamine, phosphatidylglycerol, phosphatidylcholine, diphosphatidylglycerol, two unidentified lipids and an aminolipid as polar lipids. The chemotaxonomic data are consistent with the affiliation of strain 306T to the genus 

Phaeobacter

. Results of physiological experiments, biochemical tests and DNA–DNA hybridizations (with 

P. arcticus

) indicate that strain 306T is genetically and phenotypically distinct from the five species of the genus 

Phaeobacter

 with validly published names. Strain 306T therefore represents a novel species, for which the name 

Phaeobacter


leonis sp. nov. is proposed. The type strain is 306T ( = DSM 25627T = CIP 110369T = UBOCC 3187T).






	
Published Online:
01/09/2013


 





 
Funding




This study was supported by the:
	
Joint Research Unit UMR 6197 [Centre National de la Recherche Scientifique (CNRS)–Institut Français de Recherche pour l'Exploitation de la Mer (Ifremer)–Université de Bretagne Occidentale (UBO)]

	
Institut National des Sciences de l'Univers (INSU) (CNRS)

	
UBO

	
Région Bretagne

	
French Ministry of Higher Education and Research







© 2013 IUMS








Article metrics loading...




/content/journal/ijsem/10.1099/ijs.0.046128-0

2013-09-01

2024-03-20


























Download as PowerPoint




Full text loading...





/deliver/fulltext/ijsem/63/9/3301.html?itemId=/content/journal/ijsem/10.1099/ijs.0.046128-0&mimeType=html&fmt=ahah








References

	

Alain K., 
Querellou J., 
Lesongeur F., 
Pignet P., 
Crassous P., 
Raguénès G., 
Cueff V., 
Cambon-Bonavita M.-A.
(
2002
).  
Caminibacter hydrogeniphilus gen. nov., sp. nov., a novel thermophilic, hydrogen-oxidizing bacterium isolated from an East Pacific Rise hydrothermal vent. . Int J Syst Evol Microbiol 52, 1317–1323.  [View Article]
[PubMed]



[Google Scholar]

	

Bligh E. G., 
Dyer W. J.
(
1959
).  A rapid method of total lipid extraction and purification. . Can J Biochem Physiol 37, 911–917.  [View Article]
[PubMed]



[Google Scholar]

	

Ciobanu M.-C., 
Rabineau M., 
Droz L., 
Révillon S., 
Ghiglione J.-F., 
Dennielou B., 
Jorry S.-J., 
Kallmeyer J., 
Etoubleau J.
& other authors (
2012
).  Sedimentological imprint on subseafloor microbial communities in Western Mediterranean Sea Quaternary sediments. . Biogeosciences 9, 3491–3512.  [View Article]



[Google Scholar]

	

De Ley J., 
Cattoir H., 
Reynaerts A.
(
1970
).  The quantitative measurement of DNA hybridization from renaturation rates. . Eur J Biochem 12, 133–142.  [View Article]
[PubMed]



[Google Scholar]

	

DeLong E. F.
(
1992
).  Archaea in coastal marine environments. . Proc Natl Acad Sci U S A 89, 5685–5689.  [View Article]
[PubMed]



[Google Scholar]

	

Gerhardt P., 
Murray R., 
Wood W., 
Krieg N.
(
1994
). Methods for General and Molecular Bacteriology. Washington, DC:: American Society for Microbiology Press;.


[Google Scholar]

	

Huss V. A. R., 
Festl H., 
Schleifer K. H.
(
1983
).  Studies on the spectrophotometric determination of DNA hybridization from renaturation rates. . Syst Appl Microbiol 4, 184–192.  [View Article]
[PubMed]



[Google Scholar]

	

Kuykendall L., 
Roy M., 
O’neill J., 
Devine T.
(
1988
).  Fatty acids, antibiotic resistance, and deoxyribonucleic acid homology groups of Bradyrhizobium japonicum
. . Int J Syst Bacteriol 38, 358–361.  [View Article]



[Google Scholar]

	

Martens T., 
Heidorn T., 
Pukall R., 
Simon M., 
Tindall B. J., 
Brinkhoff T.
(
2006
).  Reclassification of Roseobacter gallaeciensis Ruiz-Ponte et al. 1998 as Phaeobacter gallaeciensis gen. nov., comb. nov., description of Phaeobacter inhibens sp. nov., reclassification of Ruegeria algicola (Lafay et al. 1995) Uchino et al. 1999 as Marinovum algicola gen. nov., comb. nov., and emended descriptions of the genera Roseobacter, Ruegeria and Leisingera
. . Int J Syst Evol Microbiol 56, 1293–1304.  [View Article]
[PubMed]



[Google Scholar]

	

Mesbah M., 
Premachandran U., 
Whitman W.
(
1989
).  Precise measurement of the G+C content of deoxyribonucleic acid by high performance liquid chromatography. . Int J Syst Bacteriol 39, 159–167.  [View Article]



[Google Scholar]

	

Ruiz-Ponte C., 
Cilia V., 
Lambert C., 
Nicolas J. L.
(
1998
).  
Roseobacter gallaeciensis sp. nov., a new marine bacterium isolated from rearings and collectors of the scallop Pecten maximus
. . Int J Syst Bacteriol 48, 537–542.  [View Article]
[PubMed]



[Google Scholar]

	

Stackebrandt E., 
Ebers J.
(
2006
).  Taxonomic parameters revisited: tarnished gold standards. . Microbiol Today 33, 152–155.


[Google Scholar]

	

Tindall B.
(
1990a
).  A comparative study of the lipid composition of Halobacterium saccharovorum from various sources. . Syst Appl Microbiol 13, 128–130.  [View Article]



[Google Scholar]

	

Tindall B.
(
1990b
).  Lipid composition of Halobacterium lacusprofundi
. . FEMS Microbiol Lett 66, 199–202.  [View Article]



[Google Scholar]

	

Tindall B., 
Sikorski J., 
Smibert R. A., 
Krieg N. R.
(
2007
).  Phenotypic Characterization and the Principles of Comparative Systematics. . In Methods for General and Molecular Microbiology
. , 3rd edition.. pp. 330–393. Edited by 
Reddy C. A., 
Beveridge T. J., 
Breznak J. A., 
Marzluf G., 
Schmidt T. M., 
Snyder L. R.
. Washington DC:: American Society for Microbiology;.


[Google Scholar]

	

Vandecandelaere I., 
Segaert E., 
Mollica A., 
Faimali M., 
Vandamme P.
(
2009
).  
Phaeobacter caeruleus sp. nov., a blue-coloured, colony-forming bacterium isolated from a marine electroactive biofilm. . Int J Syst Evol Microbiol 59, 1209–1214.  [View Article]
[PubMed]



[Google Scholar]

	

Yoon J.-H., 
Kang S.-J., 
Lee S.-Y., 
Oh T.-K.
(
2007
).  
Phaeobacter daeponensis sp. nov., isolated from a tidal flat of the Yellow Sea in Korea. . Int J Syst Evol Microbiol 57, 856–861.  [View Article]
[PubMed]



[Google Scholar]

	

Zhang D.-C., 
Li H.-R., 
Xin Y. H., 
Liu H.-C., 
Chi Z.-M., 
Zhou P.-J., 
Yu Y.
(
2008
).  
Phaeobacter arcticus sp. nov., a psychrophilic bacterium isolated from the Arctic. . Int J Syst Evol Microbiol 58, 1384–1387.  [View Article]
[PubMed]



[Google Scholar]








http://instance.metastore.ingenta.com/content/journal/ijsem/10.1099/ijs.0.046128-0







Phaeobacterleonis sp. nov., an alphaproteobacterium from Mediterranean Sea sediments


Int J Syst Evol Microbiol 63, 3301 (2013); https://doi.org/10.1099/ijs.0.046128-0


/content/journal/ijsem/10.1099/ijs.0.046128-0










/content/journal/ijsem/10.1099/ijs.0.046128-0



Data & Media loading...











Supplements




Supplementary material 1









PDF 


















Most read this month





Article

content/journal/ijsem

Journal

5

3

false

en









Most cited



Most Cited RSS feed








	

	




 
Introducing EzBioCloud: a taxonomically united database of 16S rRNA gene sequences and whole-genome assemblies








Seok-Hwan Yoon,
Sung-Min Ha,
Soonjae Kwon,
Jeongmin Lim,
Yeseul Kim,
Hyungseok Seo and
Jongsik Chun














	

	




 
DNA–DNA hybridization values and their relationship to whole-genome sequence similarities








Johan Goris,
Konstantinos T. Konstantinidis,
Joel A. Klappenbach,
Tom Coenye,
Peter Vandamme and
James M. Tiedje














	

	




 
A taxonomic note on the genus Lactobacillus: Description of 23 novel genera, emended description of the genus Lactobacillus Beijerinck 1901, and union of Lactobacillaceae and Leuconostocaceae








Jinshui Zheng,
Stijn Wittouck,
Elisa Salvetti,
Charles M.A.P. Franz,
Hugh M.B. Harris,
Paola Mattarelli,
Paul W. O’Toole,
Bruno Pot,
Peter Vandamme,
Jens Walter,
Koichi Watanabe,
Sander Wuyts,
Giovanna E. Felis,
Michael G. Gänzle and
Sarah Lebeer














	

	




 
OrthoANI: An improved algorithm and software for calculating average nucleotide identity








Imchang Lee,
Yeong Ouk Kim,
Sang-Cheol Park and
Jongsik Chun














	

	




 
List of Prokaryotic names with Standing in Nomenclature (LPSN) moves to the DSMZ








Aidan C. Parte,
Joaquim Sardà Carbasse,
Jan P. Meier-Kolthoff,
Lorenz C. Reimer and
Markus Göker














	

	




 
Proposed minimal standards for the use of genome data for the taxonomy of prokaryotes








Jongsik Chun,
Aharon Oren,
Antonio Ventosa,
Henrik Christensen,
David Ruiz Arahal,
Milton S. da Costa,
Alejandro P. Rooney,
Hana Yi,
Xue-Wei Xu,
Sofie De Meyer and
Martha E. Trujillo














	

	




 
Valid publication of the names of forty-two phyla of prokaryotes








Aharon Oren and
George M. Garrity














	

	




 
Towards a taxonomic coherence between average nucleotide identity and 16S rRNA gene sequence similarity for species demarcation of prokaryotes








Mincheol Kim,
Hyun-Seok Oh,
Sang-Cheol Park and
Jongsik Chun














	

	




 
Taxonomic Note: A Place for DNA-DNA Reassociation and 16S rRNA Sequence Analysis in the Present Species Definition in Bacteriology








E. STACKEBRANDT and
B. M. GOEBEL














	

	




 
Akkermansia muciniphila gen. nov., sp. nov., a human intestinal mucin-degrading bacterium








Muriel Derrien,
Elaine E. Vaughan,
Caroline M. Plugge and
Willem M. de Vos














	

 More
 

 Less




























We Recommend










  Access key




	
 Subscribed content

	
 Open Access content

	
 Free Trial content

	
 Free content









Are you eligible for an Open Access waiver?






Check if you are eligible for an Open Access fee waiver, available to authors in countries in the HINARI programme. To find out more click here





 


Fee Free Open Access Publishing via Publish and Read






Are you eligible for free Open Access publishing via a Publish and Read agreement in International Journal of Systematic and Evolutionary Microbiology, the official publication for novel microbial taxa? Check if your institution is signed up here

















Back to top




About Us

	Microbiology Society
	Our staff
	License agreements
	Terms and conditions
	Privacy policy
	Contact us





Publications

	Microbiology
	Journal of General Virology
	Journal of Medical Microbiology
	Microbial Genomics
	International Journal of Systematic and Evolutionary Microbiology
	Access Microbiology, an open research platform
	JMM Case Reports





Resources

	Information for authors
	Information for reviewers
	Information for librarians
	Open Access
	Ethics policies
	FAQs
	Rights and permissions
	Reprints and advertising
	

	









© 2024 Microbiology Society. Registered as a Charity in England and Wales 264017. A Charity registered in Scotland SC039250. Company Limited by Guarantee. Registered in England 1039582. 








 





This is a required field



Please enter a valid email address


Approval was a Success

Invalid data

An Error Occurred

Approval was partially successful, following selected items could not be processed due to error


 




Microbiology Society:

http://instance.metastore.ingenta.com/content/journal/ijsem/10.1099/ijs.0.046128-0

10.1099/ijs.0.046128-0

SEARCH_EXPAND_ITEM


 


 





















