







1887







 


	




 











	




	




	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 

















Volume 63, Issue Pt_7





Research Article

 
Free





Mycobacterium fragae sp. nov., a non-chromogenic species isolated from human respiratory specimens



	
Jesus Pais Ramos1, Carlos Eduardo Dias Campos1, Paulo Cesar de Souza Caldas1, Nicole Victor Ferreira1, Mariza Villas Boas da Silva1, Paulo Redner1, Creusa Lima Campelo2, Sheila Ferreira Vale2, Elizabeth Clara Barroso3, Reginalda Ferreira de Melo Medeiros1, Fátima Cristina Onofre Fandinho Montes1, Teca Calcagno Galvão1 and Enrico Tortoli4

	





View Affiliations





Hide Affiliations






Affiliations:



1
National Reference Laboratory for Tuberculosis, Centro de Referência Professor Hélio Fraga, Escola Nacional de Saúde Pública, Fiocruz – RJ, Brazil



2
Mycobacteria Sector, Central Laboratory of Ceará State, Brazil (LACEN-CE)



3
Ambulatório de micobacterioses, Hospital Carlos Alberto Studart Gomes, Health Secretary of Ceará, Brazil



4
Emerging Bacterial Pathogens Unit, San Raffaele Scientific Institute, Milan, Italy





Correspondence Jesus Pais Ramos [email protected] 













	
 
Published:

01 July 2013


https://doi.org/10.1099/ijs.0.046862-0









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(18)




	







Cited By 
(19)




	




Supplementary Material 




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract


Three isolates of a slow-growing, non-chromogenic mycobacterium were grown from three sputum samples of a patient from the north-eastern Ceará state in Brazil. Identification at species level could not be obtained with PCR restriction analysis of the hsp65 gene. In order to characterize the isolates we carried out phenotypic and genotypic tests. We sequenced the nearly complete 16S rRNA gene and obtained partial sequences of the hsp65 (encoding the hypervariable region of the 65 kDa heat-shock protein) and rpoB (encoding the beta-subunit of RNA polymerase) genes. The three isolates turned out to be identical and most closely related to the species 

Mycobacterium celatum

 and 

Mycobacterium kyorinense

. The results, however, showed significant differences between these species and the isolates studied, which led us to consider them members of a novel species for which we propose the name Mycobacterium fragae. The type strain is HF8705T ( = Fiocruz-INCQS/CMRVS P4051T = DSM 45731T).
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