







1887







 
[image: Microbiology Society logo]

	
[image: search icon]



 




[image: search icon]






	

[image: account icon]


	

[image: shopping cart icon]


	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 













[image: INTERNATIONAL JOURNAL OF SYSTEMATIC AND EVOLUTIONARY MICROBIOLOGY logo]



Volume 62, Issue Pt_4





Research Article

 
Free






Methylobacterium

cerastii sp. nov., isolated from the leaf surface of Cerastium holosteoides
[image: Free]


	
S. Wellner1, N. Lodders1 and P. Kämpfer1

	





View Affiliations





Hide Affiliations






Affiliations:



1
Institut für Angewandte Mikrobiologie, Justus-Liebig-Universität Giessen, D-35392 Giessen, Germany





Correspondence S. Wellner [email protected] 













	
 
Published:

01 April 2012


https://doi.org/10.1099/ijs.0.030767-0









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(58)




	







Cited By 
(24)




	




Supplementary Material 




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract


Two Gram-stain-negative, non-endospore-forming, rod-like strains, designated C15T and C44, were isolated from the phyllosphere of Cerastium holosteoides and were studied in detail in order to assess their taxonomic position. 16S rRNA gene sequence analysis allocated both isolates clearly to the genus 

Methylobacterium

. Both strains showed the highest 16S rRNA gene sequence similarity to 

Methylobacterium marchantiae

 JT1T (97.5 %) and 

Methylobacterium jeotgali

 S2R03-9T (97.4 %). The fatty acid profiles contained major amounts of C16 : 0, C18 : 1ω7c and C16 : 1ω7c/iso-C15 : 0 2-OH (summed feature 3), which supported the grouping of the isolates in the genus 

Methylobacterium

. Physiological/biochemical characterization and DNA–DNA hybridizations with the type strains of the most closely related species allowed a clear phenotypic and genotypic differentiation of the strains. For this reason, we propose for strain C15T ( = DSM 23679T  = CCUG 60040T  = CCM 7788T) a novel species with the name 
Methylobacterium

cerastii sp. nov. Strain C44 ( = DSM 23675  = CCM 7789) is an additional strain of M. cerastii.
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