







1887







 


	




 











	




	




	






	
Publications




	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	
About us




	
The Microbiology Society

	
Why publish?

	
Joining our Editorial Boards




	
Information for authors




	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	
Information for librarians




	
Licensing and access options

	
Licence agreements

	
Manage your subscription

	
Publish and Read

	
List of Publish and Read institutions

	
Library FAQs

	
Resources for librarians




	
Information for reviewers




	
Review with us

	
Guidleines for reviewers




	
Open Access




	
Publish Open Access in our journals

	
Open Access costs

	
Publish and Read

	
Open Access reporting

	
Publish and Read FAQ




	
Publishing Fundamentals

	
 FAQs

	
Contact us









	

Publications


	
Microbiology

	
Journal of General Virology

	
Journal of Medical Microbiology

	
Microbial Genomics

	
International Journal of Systematic and Evolutionary Microbiology

	
Access Microbiology, an open research platform

	
JMM Case Reports

	
Browse Collections




	

Information for authors


	
Article types

	
Prepare an article

	
Submission and peer review

	
Post-acceptance and publication

	
Open Access costs

	
Fee-free Open Access

	
Ethics policies

	
Impact and metrics




	

Microbiology Society





 

 





Toggle navigation
Tools 

 

















Volume 59, Issue 5





Other

 
Free





Haliea rubra sp. nov., a member of the Gammaproteobacteria from the Mediterranean Sea



	
Laurent Urios1,2, Laurent Intertaglia1,2, Françoise Lesongeur3 and Philippe Lebaron1,2

	





View Affiliations





Hide Affiliations






Affiliations:



1
1UPMC Univ Paris 06, UMR 7621, Laboratoire d'Océanographie Biologique de Banyuls, Observatoire Océanologique, F-66651, Banyuls/mer, France



2
2CNRS, UMR 7621, LOBB, Observatoire Océanologique, F-66651, Banyuls/mer, France



3
3Laboratoire de Microbiologie des Environnements Extrêmes, UMR 6197, IFREMER, Centre de Brest, BP 70, 29280 Plouzané, France





CorrespondencePhilippe Lebaron  [email protected]













	
 
Published:

01 May 2009


https://doi.org/10.1099/ijs.0.002220-0









	
info 
Info 
	






Article information 



	







Full-Text 




	




Figures and Tables 




	







References 
(14)




	







Cited By 
(27)




	




Supplementary Material 




	




Metrics 





 

	

list
Sections







	

chrome_reader_mode 
Side by side view


	

Access full text
Article






PDF 








	
build Tools




 Tools




	



Add to my favourites


 

	


 Create Publication Alert





 Create Citation Alert





 Create Correction Alert




	


Export citation 

	
BibTEX

	
Endnote

	
Zotero

	
Medlars

	
RefWorks

	
Mendeley




	

Recommend to library

	

Reprints & Permissions

	








 

	
share  Share



 Share











 





 




Abstract


A novel aerobic, Gram-negative bacterium, designated strain CM41_15aT, was isolated from the surface of coastal waters of the north-western Mediterranean Sea. Cells were non-motile straight rods that formed red colonies on marine agar medium. The G+C content of the genomic DNA was 65 mol %. Phylogenetic analysis of the 16S rRNA gene sequence placed the strain in the genus Haliea within the class Gammaproteobacteria. On the basis of the 16S rRNA gene sequence comparison and physiological and biochemical characteristics, strain CM41_15aT represents a novel species, for which the name Haliea rubra sp. nov. is proposed. The type strain is CM41_15aT (=DSM 19751T=CIP 109758T=MOLA 104T).
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