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Abstract


A single Leptospira strain (designated Bejo-Iso9T) was isolated from a soil sample taken in Johor, Malaysia. The isolate showed motility and morphology typical of the genus Leptospira under dark-field microscopy. Cells were found to be 10–13 μm in length and 0.2 μm in diameter, with a wavelength of 0.5 μm and an amplitude of approximately 0.2 μm. Phenotypically, strain Bejo-Iso9T grew in Ellinghausen–McCullough–Johnson–Harris medium at 13, 30 and 37 °C, and also in the presence of 8-azaguanine. Serologically, strain Bejo-Iso9T produced titres towards several members of the Tarassovi serogroup, but was found to be serologically unique by cross-agglutinin absorption test and thus represented a novel serovar. The proposed name for this serovar is Malaysia. Phylogenetic analysis of 16S rRNA gene sequences placed this novel strain within the radiation of the genus Leptospira, with sequence similarities within the range 90.4–99.5% with respect to recognized Leptospira species. DNA–DNA hybridization against the three most closely related Leptospira species was used to confirm the results of the 16S rRNA gene sequence analysis. The G+C content of the genome of strain Bejo-Iso9T was 36.2 mol%. On the basis of phenotypic, serological and phylogenetic data, strain Bejo-Iso9T represents a novel species of the genus Leptospira, for which the name Leptospira kmetyi sp. nov. is proposed. The type strain is Bejo-Iso9T (=WHO LT1101T=KIT Bejo-Iso9T).






	
Published Online:
01/04/2009


 



Keyword(s):


CAAT, cross-agglutinin absorption test
, 
EMJH, Ellinghausen–McCullough–Johnson–Harris
and 
MAT, microscopic agglutination test




© SGM







[image: Loading]
Article metrics loading...




/content/journal/ijsem/10.1099/ijs.0.002766-0

2009-04-01

2024-04-05


























Download as PowerPoint



[image: Loading full text...]
Full text loading...





/deliver/fulltext/ijsem/59/4/705.html?itemId=/content/journal/ijsem/10.1099/ijs.0.002766-0&mimeType=html&fmt=ahah








References

	
Bharti, A. R., Nally, J. E., Ricaldi, J. N., Matthias, M. A., Diaz, M. M., Lovett, M. A., Levett, P. N., Gilman, R. H., Willig, M. R. & other authors(2003). Leptospirosis: a zoonotic disease of global importance. Lancet Infect Dis 3, 757–771.[CrossRef]

[Google Scholar]

	
Brenner, D. J., McWhorter, A. C., Knutson, J. K. & Steigerwalt, A. G.(1982).Escherichia vulneris: a new species of Enterobacteriaceae associated with human wounds. J Clin Microbiol 15, 1133–1140.

[Google Scholar]

	
Brenner, D. J., Kaufmann, A. F., Sulzer, K. R., Steigerwalt, A. G., Rogers, F. C. & Weyant, R. S.(1999). Further determination of DNA relatedness between serogroups and serovars in the family Leptospiraceae with a proposal for Leptospira alexanderi sp. nov. and four new Leptospira genomospecies. Int J Syst Bacteriol 49, 839–858.[CrossRef]

[Google Scholar]

	
Faine, S., Adler, B. & Bolin, C.(1999).Leptospira and Leptospirosis. Melbourne, Australia: MediSci.


	
Graves, S. & Faine, S.(1970). Antileptospiral agglutinins produced in rabbits. Bull World Health Organ 43, 579–587.

[Google Scholar]

	
Johnson, R. C. & Harris, V. G.(1967). Differentiation of pathogenic and saprophytic letospires. I. Growth at low temperatures. J Bacteriol 94, 27–31.

[Google Scholar]

	
Johnson, R. C. & Rogers, P.(1964). Differentiation of pathogenic and saprophytic leptospires with 8-azaguanine. J Bacteriol 88, 1618–1623.

[Google Scholar]

	
Jukes, T. H. & Cantor, C. R.(1969). Evolution of protein molecules. In Mammalian Protein Metabolism, pp. 21–132. Edited by H. N. Munro. New York: Academic Press.


	
Kmety, E., Galton, M. M. & Sulzer, C. R.(1970). Further standardization of the agglutinin-absorption test in the serology of leptospires. Bull World Health Organ 42, 733–738.

[Google Scholar]

	
LaRocque, R. C., Breiman, R. F., Ari, M. D., Morey, R. E., Janan, F. A., Hayes, J. M., Hossain, M. A., Brooks, W. A. & Levett, P. N.(2005). Leptospirosis during dengue outbreak, Bangladesh. Emerg Infect Dis 11, 766–769.[CrossRef]

[Google Scholar]

	
La Scola, B., Bui, L. T., Baranton, G., Khamis, A. & Raoult, D.(2006). Partial rpoB gene sequencing for identification of Leptospira species. FEMS Microbiol Lett 263, 142–147.[CrossRef]

[Google Scholar]

	
Levett, P. N.(2001). Leptospirosis. Clin Microbiol Rev 14, 296–326.[CrossRef]

[Google Scholar]

	
Levett, P. N., Morey, R. E., Galloway, R. L. & Steigerwalt, A. G.(2006).Leptospira broomii sp. nov., isolated from humans with leptospirosis. Int J Syst Evol Microbiol 56, 671–673.[CrossRef]

[Google Scholar]

	
Mandel, M., Igambi, L., Bergendahl, J., Dodson, M. L., Jr & Scheltgen, E.(1970). Correlation of melting temperature and cesium chloride buoyant density of bacterial deoxyribonucleic acid. J Bacteriol 101, 333–338.

[Google Scholar]

	
Matthias, M. A., Ricaldi, J. N., Cespedes, M., Diaz, M. M., Galloway, R. L., Saito, M., Steigerwalt, A. G., Patra, K. P., Ore, C. V. & other authors(2009).Leptospira licerasiae sp. nov. In List of New Names and New Combinations Previously Effectively, but not Validly, Published, Validation List no. 125. Int J Syst Evol Microbiol 59, 1–2.[CrossRef]

[Google Scholar]

	
Perolat, P., Chappel, R. J., Adler, B., Baranton, G., Bulach, D. M., Billinghurst, M. L., Letocart, M., Merien, F. & Serrano, M. S.(1998).Leptospira fainei sp. nov., isolated from pigs in Australia. Int J Syst Bacteriol 48, 851–858.[CrossRef]

[Google Scholar]

	
Slack, A. T., Symonds, M. L., Dohnt, M. F. & Smythe, L. D.(2006a). The epidemiology of leptospirosis and the emergence of Leptospira borgpetersenii serovar Arborea in Queensland, Australia, 1998–2004. Epidemiol Infect 134, 1217–1225.[CrossRef]

[Google Scholar]

	
Slack, A. T., Symonds, M. L., Dohnt, M. F. & Smythe, L. D.(2006b). Identification of pathogenic Leptospira species by conventional or real-time PCR and sequencing of the DNA gyrase subunit B encoding gene. BMC Microbiol 6, 95[CrossRef]

[Google Scholar]

	
Slack, A. T., Kalambaheti, T., Symonds, M. L., Dohnt, M. F., Galloway, R. L., Steigerwalt, A. G., Chaicumpa, W., Bunyaraksyotin, G., Craig, S. & other authors(2008).Leptospira wolffii sp. nov., isolated from a human with suspected leptospirosis in Thailand. Int J Syst Evol Microbiol 58, 2305–2308.[CrossRef]

[Google Scholar]

	
Tamura, K., Dudley, J., Nei, M. & Kumar, S.(2007).mega4: Molecular evolutionary genetics analysis (mega) software version 4.0. Mol Biol Evol 24, 1596–1599.[CrossRef]

[Google Scholar]

	
Thompson, J. D., Higgins, D. G. & Gibson, T. J.(1994).clustalw: improving the sensitivity of progressive multiple sequence alignment through sequence weighting, position-specific gap penalties and weight matrix choice. Nucleic Acids Res 22, 4673–4680.[CrossRef]

[Google Scholar]

	
Yasuda, P. H., Steigerwalt, A. G., Sulzer, K. R., Kaufmann, A. F., Rogers, F. & Brenner, D. J.(1987). Deoxyribonucleic acid relatedness between serogroups and serovars in the family Leptospiraceae with proposals for seven new Leptospira species. Int J Syst Bacteriol 37, 407–415.[CrossRef]

[Google Scholar]








http://instance.metastore.ingenta.com/content/journal/ijsem/10.1099/ijs.0.002766-0

[image: Loading]





Leptospira kmetyi sp. nov., isolated from an environmental source in Malaysia


Int J Syst Evol Microbiol 59, 705 (2009); https://doi.org/10.1099/ijs.0.002766-0


/content/journal/ijsem/10.1099/ijs.0.002766-0










/content/journal/ijsem/10.1099/ijs.0.002766-0


[image: Loading]
Data & Media loading...











Supplements






International Journal of Systematic and Evolutionary
Microbiology vol.
59 , part 4, pp. 705 – 708


Supplementary Table S1. Results of
L. kmetyi serovar Malaysia strain Bejo-Iso9
Tculture and antiserum against serogroup Tarassovi
cultures and antiserum


Supplementary Table S2. Similarity matrix (%) of
L. kmetyi in comparison to previously described
Leptospira species using 16S rRNA,
gyrB and
rpoB gene sequence analysis


Supplementary Table S3. Results of DNA–DNA
hybridization of
L. kmetyi serovar Malaysia strain Bejo-Iso9
Twith related pathogenic
Leptospira species

[
Single PDF file] (62
KB)









PDF 


















Most read this month





Article

content/journal/ijsem

Journal

5

3

false

en

[image: Loading]







Most cited



Most Cited RSS feed








	

	




 
Introducing EzBioCloud: a taxonomically united database of 16S rRNA gene sequences and whole-genome assemblies








Seok-Hwan Yoon,
Sung-Min Ha,
Soonjae Kwon,
Jeongmin Lim,
Yeseul Kim,
Hyungseok Seo and
Jongsik Chun














	

	




 
DNA–DNA hybridization values and their relationship to whole-genome sequence similarities








Johan Goris,
Konstantinos T. Konstantinidis,
Joel A. Klappenbach,
Tom Coenye,
Peter Vandamme and
James M. Tiedje














	

	




 
A taxonomic note on the genus Lactobacillus: Description of 23 novel genera, emended description of the genus Lactobacillus Beijerinck 1901, and union of Lactobacillaceae and Leuconostocaceae








Jinshui Zheng,
Stijn Wittouck,
Elisa Salvetti,
Charles M.A.P. Franz,
Hugh M.B. Harris,
Paola Mattarelli,
Paul W. O’Toole,
Bruno Pot,
Peter Vandamme,
Jens Walter,
Koichi Watanabe,
Sander Wuyts,
Giovanna E. Felis,
Michael G. Gänzle and
Sarah Lebeer














	

	




 
OrthoANI: An improved algorithm and software for calculating average nucleotide identity








Imchang Lee,
Yeong Ouk Kim,
Sang-Cheol Park and
Jongsik Chun














	

	




 
Proposed minimal standards for the use of genome data for the taxonomy of prokaryotes








Jongsik Chun,
Aharon Oren,
Antonio Ventosa,
Henrik Christensen,
David Ruiz Arahal,
Milton S. da Costa,
Alejandro P. Rooney,
Hana Yi,
Xue-Wei Xu,
Sofie De Meyer and
Martha E. Trujillo














	

	




 
List of Prokaryotic names with Standing in Nomenclature (LPSN) moves to the DSMZ








Aidan C. Parte,
Joaquim Sardà Carbasse,
Jan P. Meier-Kolthoff,
Lorenz C. Reimer and
Markus Göker














	

	




 
Towards a taxonomic coherence between average nucleotide identity and 16S rRNA gene sequence similarity for species demarcation of prokaryotes








Mincheol Kim,
Hyun-Seok Oh,
Sang-Cheol Park and
Jongsik Chun














	

	




 
Valid publication of the names of forty-two phyla of prokaryotes








Aharon Oren and
George M. Garrity














	

	




 
Taxonomic Note: A Place for DNA-DNA Reassociation and 16S rRNA Sequence Analysis in the Present Species Definition in Bacteriology








E. STACKEBRANDT and
B. M. GOEBEL














	

	




 
Akkermansia muciniphila gen. nov., sp. nov., a human intestinal mucin-degrading bacterium








Muriel Derrien,
Elaine E. Vaughan,
Caroline M. Plugge and
Willem M. de Vos














	

 More
 

 Less




























We Recommend










  Access key




	
[image: Subscribed] Subscribed content

	
[image: Open Access] Open Access content

	
[image: Free Trial] Free Trial content

	
[image: Frees] Free content









Are you eligible for an Open Access waiver?





[image: ]
Check if you are eligible for an Open Access fee waiver, available to authors in countries in the HINARI programme. To find out more click here





 


Fee Free Open Access Publishing via Publish and Read





[image: ]
Are you eligible for free Open Access publishing via a Publish and Read agreement in International Journal of Systematic and Evolutionary Microbiology, the official publication for novel microbial taxa? Check if your institution is signed up here

















Back to top




About Us

	Microbiology Society
	Our staff
	License agreements
	Terms and conditions
	Privacy policy
	Contact us





Publications

	Microbiology
	Journal of General Virology
	Journal of Medical Microbiology
	Microbial Genomics
	International Journal of Systematic and Evolutionary Microbiology
	Access Microbiology, an open research platform
	JMM Case Reports





Resources

	Information for authors
	Information for reviewers
	Information for librarians
	Open Access
	Ethics policies
	FAQs
	Rights and permissions
	Reprints and advertising
	

	









© 2024 Microbiology Society. Registered as a Charity in England and Wales 264017. A Charity registered in Scotland SC039250. Company Limited by Guarantee. Registered in England 1039582. 


[image: Powered by Ingenta Edify]





 





This is a required field



Please enter a valid email address


Approval was a Success

Invalid data

An Error Occurred

Approval was partially successful, following selected items could not be processed due to error


 




Microbiology Society:

http://instance.metastore.ingenta.com/content/journal/ijsem/10.1099/ijs.0.002766-0

10.1099/ijs.0.002766-0

SEARCH_EXPAND_ITEM


 


 




















